
GO:0000075

cell cycle checkpoin...

1

0 / 1

GO:0000077

DNA damage checkpoin...

1

0 / 1

GO:0000082

G1/S transition of m...

1

0 / 1

GO:0000122

negative regulation ...

1

0 / 1

GO:0000278

mitotic cell cycle

1

0 / 1

GO:0006139

nucleobase−containin...

1

0 / 1

GO:0006351

transcription, DNA−t...

1

0 / 1

GO:0006355

regulation of transc...

1

0 / 1

GO:0006357

regulation of transc...

1

0 / 1

GO:0006366

transcription from R...

1

0 / 1

GO:0006725

cellular aromatic co...

1

0 / 1

GO:0006807

nitrogen compound me...

1

0 / 1

GO:0006950

response to stress

1

0 / 1

GO:0006974

cellular response to...

1

0 / 1

GO:0007049

cell cycle

1

0 / 1

GO:0008150

biological_process

1

0 / 1

GO:0008152

metabolic process

1

0 / 1

GO:0009058

biosynthetic process

1

0 / 1

GO:0009059

macromolecule biosyn...

1

0 / 1

GO:0009889

regulation of biosyn...

1

0 / 1

GO:0009890

negative regulation ...

1

0 / 1

GO:0009892

negative regulation ...

1

0 / 1

GO:0009987

cellular process

1

0 / 1

GO:0010467

gene expression

1

0 / 1

GO:0010468

regulation of gene e...

1

0 / 1

GO:0010556

regulation of macrom...

1

0 / 1

GO:0010558

negative regulation ...

1

0 / 1

GO:0010605

negative regulation ...

1

0 / 1

GO:0010629

negative regulation ...

1

0 / 1

GO:0016070

RNA metabolic proces...

1

0 / 1

GO:0018130

heterocycle biosynth...

1

0 / 1

GO:0019219

regulation of nucleo...

1

0 / 1

GO:0019222

regulation of metabo...

1

0 / 1

GO:0019438

aromatic compound bi...

1

0 / 1

GO:0022402

cell cycle process

1

0 / 1

GO:0031323

regulation of cellul...

1

0 / 1

GO:0031324

negative regulation ...

1

0 / 1

GO:0031326

regulation of cellul...

1

0 / 1

GO:0031327

negative regulation ...

1

0 / 1

GO:0031570

DNA integrity checkp...

1

0 / 1

GO:0032774

RNA biosynthetic pro...

1

0 / 1

GO:0033554

cellular response to...

1

0 / 1

GO:0034641

cellular nitrogen co...

1

0 / 1

GO:0034645

cellular macromolecu...

1

0 / 1

GO:0034654

nucleobase−containin...

1

0 / 1

GO:0043170

macromolecule metabo...

1

0 / 1

GO:0044237

cellular metabolic p...

1

0 / 1

GO:0044238

primary metabolic pr...

1

0 / 1

GO:0044249

cellular biosyntheti...

1

0 / 1

GO:0044260

cellular macromolecu...

1

0 / 1

GO:0044271

cellular nitrogen co...

1

0 / 1

GO:0044699

single−organism proc...

1

0 / 1

GO:0044763

single−organism cell...

1

0 / 1

GO:0044770

cell cycle phase tra...

1

0 / 1

GO:0044772

mitotic cell cycle p...

1

0 / 1

GO:0044843

cell cycle G1/S phas...

1

0 / 1

GO:0045892

negative regulation ...

1

0 / 1

GO:0045934

negative regulation ...

1

0 / 1

GO:0046483

heterocycle metaboli...

1

0 / 1

GO:0048519

negative regulation ...

1

0 / 1

GO:0048523

negative regulation ...

1

0 / 1

GO:0050789

regulation of biolog...

1

0 / 1

GO:0050794

regulation of cellul...

1

0 / 1

GO:0050896

response to stimulus

1

0 / 1

GO:0051171

regulation of nitrog...

1

0 / 1

GO:0051172

negative regulation ...

1

0 / 1

GO:0051252

regulation of RNA me...

1

0 / 1

GO:0051253

negative regulation ...

1

0 / 1

GO:0051716

cellular response to...

1

0 / 1

GO:0060255

regulation of macrom...

1

0 / 1

GO:0065007

biological regulatio...

1

0 / 1

GO:0071704

organic substance me...

1

0 / 1

GO:0080090

regulation of primar...

1

0 / 1

GO:0090304

nucleic acid metabol...

1

0 / 1

GO:0097659

nucleic acid−templat...

1

0 / 1

GO:1901360

organic cyclic compo...

1

0 / 1

GO:1901362

organic cyclic compo...

1

0 / 1

GO:1901576

organic substance bi...

1

0 / 1

GO:1902679

negative regulation ...

1

0 / 1

GO:1903047

mitotic cell cycle p...

1

0 / 1

GO:1903506

regulation of nuclei...

1

0 / 1

GO:1903507

negative regulation ...

1

0 / 1

GO:2000112

regulation of cellul...

1

0 / 1

GO:2000113

negative regulation ...

1

0 / 1

GO:2001141

regulation of RNA bi...

1

0 / 1

GO BP DAG analysis



GO:0002039
p53 binding

1
0 / 1

GO:0003674
molecular_function

1
0 / 1

GO:0003824
catalytic activity

1
0 / 1

GO:0004842
ubiquitin−protein tr...

1
0 / 1

GO:0005102
receptor binding

1
0 / 1

GO:0005488
binding

1
0 / 1

GO:0005515
protein binding

1
0 / 1

GO:0016740
transferase activity

1
0 / 1

GO:0019787
ubiquitin−like prote...

1
0 / 1

GO MF DAG analysis



GO:0005575
cellular_component

1
0 / 1

GO:0005622
intracellular

1
0 / 1

GO:0005623
cell
1

0 / 1

GO:0005634
nucleus

1
0 / 1

GO:0005654
nucleoplasm

1
0 / 1

GO:0031974
membrane−enclosed lu...

1
0 / 1

GO:0031981
nuclear lumen

1
0 / 1

GO:0043226
organelle

1
0 / 1

GO:0043227
membrane−bounded org...

1
0 / 1

GO:0043229
intracellular organe...

1
0 / 1

GO:0043231
intracellular membra...

1
0 / 1

GO:0043233
organelle lumen

1
0 / 1

GO:0044422
organelle part

1
0 / 1

GO:0044424
intracellular part

1
0 / 1

GO:0044428
nuclear part

1
0 / 1

GO:0044446
intracellular organe...

1
0 / 1

GO:0044464
cell part

1
0 / 1

GO:0070013
intracellular organe...

1
0 / 1

GO CC DAG analysis


